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ATM-1 (5'- 3') 
Oligo-A 

TAGCTCTATCATGTTCTAGTTGACGGCAGAAGCTTGTGCCGTCGACT^ 

Oligo-B 

GATCAAAAAACTGTAACTCTACCATGTCCTAGTCGACGGCACAAGCTTCTGCCGTGAACTAGAACATGATAGAGCTACG 

Target sequence:- 

TGCCGTCAACTAGAACATGATAGAGCTACAG (223-253, ATG = 190) 

G/C content = 45% 
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ATM-2 (5'- 3') 
Oligo-A 

CCTGGAGGCTTGTGTTGAGGCTGATACAGAAGCTTGTGTATCAGCCTCAGCATMGCCTCCGGGTAGTTTTTT 

Oligo-B 

GATCAAAAAACTACCCGGAGGCTTATGCTGAGGCTGATACACAAGCTTCTGTATCAGCCTCAACACAAGCCTCCAGGCG 

Target sequence:- 

TGTATCAGCCTCAACACAAGCCTCCAGGCAG (432-462, ATG = 190) 

G/C content = 55% 
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ATM -3 (5'- 3') 

Oligo-A 

TAGTATGTTGCTACAATCAGCTCCGTMGAAGCTTGTTACGGAGCTGATTGTGGCGACGTATTACTCTTTTTT 

Oligo-B 

GATCAAAAMGAGTAATACGTCGCCACMTCAGCTCCGTMC^GCTTCTTACGGAGCTGATTGTAGCAACATACTACG 

Target sequence:- 

TTACGGAGCTGATTGTAGCAACATACTACTC (597-627, ATG = 1 90) 

G/C content = 42% 
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ATR-1 (5'- 3') 
Oligo-A 

TATTATATTCCTCTGGTGTGGCACTGCCGAAGCTTGGGCAGTGTCACACTAGAGGGATATAGTACAGTTTTTT 

Oligo-B 

GATCAAAAAACTGTACTATATCCCTCTAGTGTGACACTGCCCAAGCTTCGGCAGTGCCACACCAGAGGAATATAATACG 

Target sequence:- 

GGCAGTGCCACACCAGAGGAATATAATACAG (1 34-1 64, ATG = 80) 

G/C content -48% 
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ATR-2 (5'- 3') 
Oligo-A 

TTGCTGCMTCCGCAGMGTCTCGTTATGMGCTTGATAATGAGACTTCTGCGGATTGTAGTMTTCTTTTTT 

Oligo-B 

GATCAAAAMGAATTACTACAATCCGCAGMGTCTCATTATCMGCTTCATMCGAGACTTCTGCGGATTGCAGCAACG 

Target sequence:- 

ATAACGAGACTTCTGCGGATTGCAGCAACC (388-418, ATG = 80) 

G/C content = 48% 
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ATR-3 (5'- 3') 

Oligo-A 

CTCATGACCACTGGCCATTCCACAGCATGMGCTTGATGCTGTGGAGTGGCCGGTGGTTATGAGTCGTTTTTT 

Oligo-B 

GATCAAAAAACGACTCATAACCACCGGCCACTCCACAGCATCAAGCTTCATGCTGTGGAATGGCCAGTGGTCATGAGCG 

Target sequence:- 

ATGCTGTGGAATGGCCAGTGGTCATGAGCCG (579-609, ATG = 80) 

G/C content = 58% 
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DNA-PK-1 (5--3'l 
Oligo-A 

ATGTCTGTMTGCCAGCACCGCGGGGCTGMGCTTGAGCCTCGTGGTGCTGGTATTACAGATATCTTTT7TTT 

Oligo-B 

GATCAAAAAAAAGATATCTGTAATACCAGCACCACGAGGCTCAAGCTTCAGCCCCGCGGTGCTGGCATTACAGACATCG 

Target sequence:- 

AGCCCCGCGGTGCTGGCATTACAGACATCTT (196-226, ATG = 58) 

G/C content = 58% 
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DNA-PK-2 (5'- 3') 

Oligo-A 

GATGAACTTCACCCAATAATCCTAGGAGGAAGCTTGCTTCTAGGATTATTC 

Oligo-B 

GATCAAAAAATAAGACGAACTCCACCCAATAATCCTAGAAGCAAGCTTCCTCCTAGGATTATTGGGTGAAGTTCATCCG 

Target sequence:- 

CTCCTAGGATTATTGGGTGAAGTTCATCCTA (585-616, ATG = 58) 

G/C content = 42% 
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DNA-PK-3 (5'- 3') 
Oligo-A 

TGAAGTTGCACAGAAGTGAGGACAACCCGAAGCTTGGGGTTGTTCTTACTTCTC 

Oligo-B 

GATCAAAAAATAATGAAGCTGCACAGAAGTAAGAACAACCCCAAGCTTCGGGTTGTCCTCACTTCTGTGCAACTTCACG 

Target sequence:- 

GGGTTGTCCTCACTTCTGTGCAACTTCACTA (733-763, ATG = 58) 

G/C content = 48% 
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ATM (5'- 3') 

TAGCTCTATCATGTTCTAGTTGACGGCAXnTGCCGTCGACTAGGACATGGTAGAGTTACAGTTTTTT 
CCTGGAGGCTTGTGTTGAGGCTGATACAXnTGTATCAGCCTCAGCATMGCCTCCGGGTAGTTTTTT 
TAGTATGTTGCTACAATCAGCTCCGTAAXnTTACGGAGCTGATTGTGGCGACGTATTACTCTTTTT^ 
ATR t5'- 3') 

TATTATATTCCTCTGGTGTGGCACTGCCXnGGCAGTGTCACACTAGAGGGATATAGTACAGTTTTTT 
TTGCTGCAATCCGCAGAAGTCTCGTTATXnATAATGAGACTTC 

CTCATGACCACTGGCCATTCCACAGCATXnATGCTGTGGAGTGGCCGGTGGTTATGAGTCGTTTTTT 
DNA-PK (5'- 3') 

ATGTCTGTAATGCCAGCACCGCGGGGCTXnAGCCTCGTGGTGCTGGTATTACAGATATCTT I 1 I I I 1 
GATGMCTTCACCCAATAATCCTAGGAGXnCTTCTAGGATTATTGGGTGGAGTTCGTCTTATTTTTT 
TGMGTTGCACAGAAGTGAGGACAACCCXnGGGTTGTTCTTACTTCTGTGCAGCTTCATTATTTTTT 
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Ad5 VA-1 flop strand) - Accession No. X02996 

10555 ctctgg 

10561 ccggtcagg c gcgcg caatc gttgacgctc tagaccgtgc aaaaggagag /xigta^gcg( 
10621 ggcactci§^^^ tgg tggataaatt cgcaagggta tcatggcgga cg ^S^ -' 
1 0681 Bffifrflffiffi tatccQQcca tccgccgtga tccatgcggt taccgcccgc gig ** 
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5*1 start; site 
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